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Figure 6: Deduced amino acid sequences of Pig-Baboon Chimeric (PBC) uricase, 
PBC uricase that is truncated at the amino and carboxyl terminals (PBC-NT-CT) and 
Porcine uricase containing the mutations R291K and T301S (PKS Uricase) (SEQ ID NO:3), 
compared with the porcine sequence (SEQ ID NO: 1) and baboon sequence (SEQ ID NO: 

2) 
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Figure 11: 

Decreased S v rity of Uric Acid -Induced Nephropathy aft r Tr atment 
with PEG-Uricase, as Visualized by Magnetic Resonanc Microscopy 




